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Abstract— 

Tropical life may spread endemic or emerging illnesses via interspecific transmission. The 

current outbreak of bat-borne COVID-19 emphasizes the need to protect animals. This illness 

has affected every nation and every age range, from babies to the elderly. Most occurrences 

of this condition are not lethal, however it may be life-threatening for elderly, newborn, and 

sick persons. The proposed work was assessed using WEKA to predict parameters and 

determine the optimum method based on dataset.This article analyzes the spread of 

CoronaVirus in key states using raw data from the Indian government's website to determine 

the source and how to manage the problem. Results are formulated utilizing parameters and 

machine learning methods. IBK, an instance-based learning method using k-parameters from 

the dataset, is the best classifier for the dataset since it has greatest accuracy and minimal 

error. 

Index Terms—RT-PCR, COVID-19, Logistic, IBK, Machine learning. 

 

I. INTRODUCTION 

Theworldhaswitnessedmanyepidemicssincemanycenturies and it has been observed that after 

every 100 years,the world faces the epidemic which takes the lives of 

millionsofpeople.Inthis21stcentury,theepidemichasemergedout in the form of COVID-19 

which has become the worstpandemic. It is declared as the global health emergency byWHO 

(World Health Organisation) round 6 month ago. 

Theagegroupsforwhomthispandemichasbecomedeadlyarethe children which are between the 

age of 0-10 years, thepeople which are of the age group of 60 and above and thepeople who 

are already suffering from any other disease. Thispandemic has also affected adversely to the 

GDP of everycountry. 
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During the pandemic many people lost their lives and themajor problem faced by scientists 

was difficulty in analyzingthebehaviorofCOVIDduringthesecondwaveinIndia.Through this 

paper were analyzed the behavior of COVID-19on the basis of parameters which included 

Confirmed cases, recovered cases and death. 

Theresearchandstudiescarriedoutbyepidemiologistexaminedthatthecoronaviruswasfirstobser

vedinbats. Bat sare the ancestors of human corona virus. This virus belongs to the family 

Coronaviridae,orderNidovirales,realmRiboviriaandhavescientificnameasOrthocoronavirinaeo

rCoronavirinae[9].Thisvirushaspositivesensesinglestranded RNA genetic material and the 

size of the geneticmaterial is the largest among RNA viruses i.e. approximately26 to 32 

kilobases. Coronavirus has an envelope around itwhich protects its genetic material during 

travelling between the host cells[4]. The word Corona, which originated from the Greek 

word” kor one” which means acrown as Corona virus has the molecular structure which have 

spikes like projections on the surface similar to the crown which resemble sthe structure of 

AIDS virus[10]. The fore most confirmed case of novel Corona virus wastes timony to 

Wuhan (HubeiProvince), Chinaon17November 2019 which emerged out rapidly. This 

pandemic has impacted on many countries which include the most developed and powerful 

nation USA. The novel Corona virus has adversely affected every country’s human resources. 

Approximately, 743,487 people have lost their life due to this pandemic across the globe. The 

people which are reported confirmed are20,405,695world wide[1].COVID-

19isatypeofindirectcontacttransmissionwhichusuallyoccurwhenaninfectedpersonsneezesandth

etinydropletsofwater or saliva which contains virus spreads in the air. Those contaminated 

droplets when falls to the surface and if a person touch that contaminated surface and then 

touch his/her nose, mouth, eyes or if inhaled by a healthy person becomes the means of 

transmission of the diseases. According to the study, this viruscan survive in the air for 

maximum three hours. COVID-19iscloselyrelatedtoSevereacuterespiratory syndrome i.e. 

SARS. The rate of transmission ofCOVID-19israpidlyincreasingduetothecommunityspread. 

The testingofCOVID-19 is done through the samples of nasopharynx gealororopharyn 

geals wab. The standard way of testing COVID-19 is through PCR (Polymer as echa in 

reaction) in which multiple copies of single stranded RNA are created. Then RT-

PCR(ReversetranscriptasePCR)occursandmanyprocessesaredoneonthesampleandafter48hours

thereportisgenerated. 
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Machine learning is important to train the data in a 

formwherethecomputerorthemachineisabletorecognizeor 

learnthedatatoperformtheoperationandalsohelptofindthe result that may cause some changes 

and also for the betterresult various machine learning algorithms are designed 

basedonthebehaviorofthedataset. 

The paper is segregated into seven sections which 

includeSectionIconsistoftwofiguresinwhichFig1depictthepictorialrepresentationofcasedinthest

ateofHaryanaandthe Fig 2 depicts the recent cases of the Punjab in a pictorialway that 

showcase the comparison between them. Section IIwhich comprises of data acquaintance in 

which data clusteringandabriefintroductionofthedataismentioned.SectionIII composes of 

structured framework with data 

segregationwhichmainlycomprisesoftherefiningofrawdata.SectionIVconstitutesproposedwork

inwhichdetailedinformationof applied algorithms and techniques are on this 

mentioned.Section V comprises of experimental investigation in whichdataset is scrutinized 

with help of data tables and data models.Section VI constitutes of result and discussion in 

which theoutcomesoftheappliedtechniquesandinformationofselectedclassifier is mentioned. 

Section VII comprises of elicitation byanalogy of data which includes a brief overview of the 

paper.Section VIII constitutes of conclusion in which the importantpoints of the paper are 

mentioned. Section XI comprises offuture work in which the possible work which can carried 

outon this data is briefly described and eventually the referencesarementioned. 

 

 

 

Fig. 1 .Aggregation of recovered, confirmed and decreased cases of Harayana 
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II. DATAINSPECTION 

In India, the first confirmed case was dated at 30, 

January2020inKerala,astudentwhoreturnedfromWuhanUniversityof China. The main reason 

of increasing confirmed cases inIndiaiscommunityspreadduetothemigrationofpeoplefromone 

place to another, lack of social distancing and lack ofadapting to preventive measures. In this 

paper, the two stateswhich are Haryana and Punjab have almost same populationare being 

analysed on the basis of Confirmed cases, Death,recovered cases. The dataset of Haryana and 

Punjab is 

madebytakingthestatisticsofeachdayfrom1stAprilto29thJunefromofficialsiteofCOVID-

19authorizedbyMinistryofhealthandfamilywelfareofgovernmentofIndia[11].The main 

objective of this paper is to gather information andanalyse the dataset using weka tool with 

the help of variousclassifyingtechniques. 

Thedatasetofcoronaismadebytakingthedatafromvarious sources that mainly include the 

official websites forcorona authorized by government of India. In this dataset, thedata of two 

states that are nearly same with respect to 

thepopulationandonthebasisofcertainparameters,thedatasetismade.TheanalysisofthecasesofCO

VID-19ineachdayinthosestatesisreported. 

Therawdatawasmadeandthedatasetconsistof5attributesand180instances.Basically,thisdatais

madeonthetwostateofIndiawhichisHaryanaandPunjab.Thispandemicsituation is being 

analysed on these two states having 

nearlysamepopulation.Thedatasetismadebytakingeachandevery 

 

Fig.2.Aggregationofrecovered,confirmedanddecreasedcasesofPunjab 

 



IJFANS International Journal of Food and Nutritional Sciences 
 

775 | P a g e  

Research paper 

ISSN PRINT 2319 1775 Online 2320 7876 

                                         © 2012 IJFANS. All Rights Reserved, UGC CARE Listed (Group -I) Journal Volume 8, Issue 1, 2019 

statistic very precisely and accurate to make the analysis moreaccurate. The dataset is 

basically divided into five 

columnswhicharetheparameterofthisdatasetwhicharetheattributes.The attribute of this dataset 

is: Date, State, confirmed cases,decreasedcases,andRecoveredcases. 

The data of the dataset is shown through people graph inwhich the sun of the cases of each 

day is taken for everyparameter in Fig.1 (a) and Fig. 1(b). In Fig.1 (a) the 

recentconditionofCOVID-

19IsshownthroughthisdiagraminwhichthecurrentconfirmedcasesofHaryana,recoveredcasesof

HaryanaandthedeathsoccurredtillinHaryana.InFig.1(b) the cases in Punjab are shown through 

this diagram thattheactivecasesinPunjab,recoveredcasesofPunjabandthe deaths occurred in 

Punjab. This is the overview of thedataset through which analysis of this deadliest pandemic 

isdone.FortheanalysisonthisdatasettwoStatesaretaken,the reason behind taking these two 

states are because 

thesestatesaresimilarinpopulationandalsoneartoeachotherastheyhavemanysimilaritiesinlandan

dweatherandalltheclimaticallymeasuredthingsthat’swhythesetwostates are best suited our 

analysis. Due to similarity in the 

climateconditionwecananalysemoredeeplyforthispandemicasitis beneficial that in the analysis 

or in comparison b/w thesetwo states in the parameters there is no difference occur due 

toclimate condition then the analysis will become more preciseand accurate. The total 

population of Haryana is 2.54 crores.The rate of persons affected by Corona virus is 2 

persons per10 square km which is 0.05% of the population density 

ofHaryana[7].Ontheotherhand,totalpopulationofPunjabis 

2.8 crores which is approximately equal to Haryana. The rateof persons affected by Corona 

virus is 1 person per square kmwhichis0.02%ofthepopulationdensityofPunjab[4]. 

 

III. FRAMEWORKOFDATASET 

The initial phase of dataset was raw dataset, to make 

itusablemanytechniquesareappliedonthisdatasettorefineitandmakeitmoreaccurate.Initially,Cla

ssbalancerisappliedonthedataset,asthedatasetisnotbalancedandafterusingtheclassbalancer,anot

hertechniqueisappliedon the dataset i.e. Ranker algorithm that gives the result todetermine 

which attribute is most significant for the accuracyof algorithm. The selected attribute is  
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Confirmed case and therecovered cases which are ranked at first and second positionand 

show that the dataset is more accurate and after applyingthe ranker algorithm the dataset is 

tested with the help ofdifferent algorithm like logistic, Bayes Net, IBk and manymore. 

On this dataset we perform various operation to filter thedata and find the expected output 

so, to find the expectedoutput we firstly use Class Balancer to balance the data usingthe 

unbalanced samples after that various algorithm are testedon the dataset based on the results 

of the algorithm whichinclude True positive rate and accuracy two algorithms 

areselectedwhichisLogitBoostandIBKwhichgivesusthebestresultamongallotheralgorithms.Thi

sdatasetconsistof two states which is Haryana and Punjab and the 

reasonbehindselectingthesetwostatesisthepopulationofthesetwo states are nearly same and 

also these two states are closerto each other that makes the climatical condition very 

similarthat makes the comparison hurdle free and also gives the bestaccuracy. 

 

 Fig.3.DataFlowDiagram 
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insupervisedaswellasunsupervisedlearning.Nowthedataset is load in Weka and certain 

balancing techniques 

areappliedonthedatasettoincreasetheoutputofclassifiersthedatasetisbalancedusingclassbalancer

insupervisedlearning.Classbalancersynchronisetheunevenproportionsofclassesintestingsetwhi

chthenincreasesthecorrectnessof the dataset. In more balances the maximum accuracy of 

allthe classes are explored. This techniques makes every instancepresent in the dataset 

balanced which helps the classificationalgorithms work more effectively and predict the 

accuracymoreaccurately. 

 

IV. PROPOSEDWORK 

Inthispartthedefinitedepictionofdifferentproceduresand calculations are referenced. This 

part contains differentsubsections in which characterization procedures are momen-tarily 

depicted with related flowcharts and graphical portrayal.The information is addressed with 

the assistance of 

flowchartinfig.1.ThedatasetispartitionedintotwosubgroupsinAIforexamplepreparingdatasetan

dtestingdataset.Byapplying different characterizing procedures and 

examiningtheoutcomes,theclassifierwhichhasbestoutcomesischosen. 

A. ClassBalancing 

Initiallythedatasetisunbalancedanduntrained.Therearemanymachinelearningtechniquestobal

ancethedataset 

ClassificationAlgorithms 

The dataset is tested using various classification algorithmswhich include Decision stump, 

Random tree, Random forest,and Logistic, Logitboost, IBk, SMO, Bayes Net, Naive 

Bayes,LWL and Decision table. The Decision stump takes only 

oneinputbecausethismodelone-

leveldecisiontree.Therootofthedecisiontreeisonlyoneinternalnodewhichthenconnects to the 

leaves which are the terminal nodes. 

Randomtreeisasubgroupofrandomforestwhichclassifiesinputfeaturevectorwitheverytreeandgiv

esoutputaccordingtothemajorityofvotes(Randomforestisthecollectionofrandomtreepredictors.

Logisticisclassifiersinwhichprobabilityofthetwopossibleclassesarepredicted. 
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y=b0+ b1∗x (1) 

1 

p=
1+e−y (2) 

 

 

Fig.4.ConfirmedCases 

LinearRegression 

Logitboost is the boosting algorithm which decreases 

thelogisticloss.IBkisapredictionalgorithmwhichpredictsthe data using k nearest neighbour 

algorithm which measuresthe closest instance’s distance k in the training dataset 

andpredictionismadeusingtheselectedinstances.SMOisusedin the training of support vector 

machines which solves thequadratic problems. It is also known as sequential 

minimaloptimization.BayesNetisagraphicalprobabilisticmodelwhichcomputestheprobabilityor

conditionaldependencewith the help of directed graph. Naive Bayes is a probabilisticclassifier 

which works on the bases of Bayes Theorem andrepresents the independent relation between 

the features. LWL(locally weighted learning) is a technique which creates 

thelocalmodelforeachpointofinterestusingneighbouringdata. Decision table is an algorithm 

which performs a specificaction depending on the given conditions with the help ofvisual 

representation. These algorithms are implemented onthe dataset and on the basis of various 

parameters, the bestalgorithmisselected. 
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V. EXPERIMENTAL   INVESTIGATION 

Inthissection,thedatasetisanalyzedwiththehelpofgraphical representation and techniques 

used on this dataset.The brief description of graphs of confirmed cases and re-covered cases 

for each state is discussed with the 

suitableexplanationforthepeakanddownfallofplotlinesshowningraphs. 

A. Analysisofdataset 

The dataset is made from the daily analysis of COVID-19cases in Haryana and Punjab. The 

dataset is based on 

fiveattributesthataredate,State,confirmed,decreasedandrecovered.Thegraphicalrepresentationo

fthedatasetisshownthroughtheFig.3(a).Accordingtothedataset,theratio of confirmed cases in 

Haryana and Punjab was 

almostsamefrom26thAprilto28thAprilandarapidincrementcanbeseeninHaryanafrom29thAprilt

o5thMay.Thepeak of confirmed cases of COVID-19 was due the 

migrationofpeoplefromotherstatestoHaryanaandmanypeopleincluding1policeofficerwasfound

Positivewhichleadtothe rapid increase in the confirmed cases in Haryana. 

Then,therewasthedownfallintheconfirmedcasesinHaryanaastheratioofconfirmedcasesdecrease

dwithrespecttorecoveredcasesfrom4thJuneto29thJune.TheincreaseofconfirmedcasesinPunjabi

sdatedfrom26thMayto27thJune.ThepeakinPunjabwasfrom7thJuneto27th 

 

 

Fig.5.RecoveredCases 
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June.Itwasduetothemigrantsthatreturnedfromthepilgrimagewhichleadtotheratioofrecoveredcas

eswasvery as compared to confirmed cases which can be analyzedfromFig.3(b). 

Ithasbeenobservedfromthefig.3(a)andfig.3(b)thatthe rate of increase of confirmed cases is 

157 persons per 

dayandrateofincreaseofrecoveredcasesis105personsperdayinHaryana.Therateofincrementinco

nfirmedcasesis60 persons per day and increment in recovered cases is 

50personsperdayinPunjab. 

B. ExperimentalSetting 

This dataset is trained by using various algorithms that 

areusedforfindingthebestsuitablealgorithmforthisdatasetto classify the data with the help of 

WEKA tool. The mainobjectiveofthispaperistofindtheaccuracyobtainedbythealgorithms on 

this dataset and using the various filters. Thisdataset is made more concise and appropriate 

for making theprediction more efficient. This dataset is gone through 

bothtrainingandtestingphasewithoutsplittingitintoseveralparts. 

The dataset is trained and tested with the help of the 

besttoolforapplyingmachinelearningalgorithmsonthedatawhich is weka tool. The dataset is 

loaded on the tool andsupervised instance-based class balancer is applied to balancethe 

dataset so that the further algorithm gives us the 

correctandaccurateresults.Foranalysingthealgorithm,somedatais considered on the basis of 

selected parameters and the 

bestalgorithmsareselectedforthedataset.Theparametersusedforselectionofthebestmachinelearni

ngalgorithmsareMCC,ROC,TP-Rate,FP-Rate,Accuracy,ErrorandF-measure. 

 

VI. RESULTANDDISCUSSION 

This section describes the output, findings and the relateddiscussions which are gathered 

after applying various machinelearning algorithms on the dataset. This consist the 

overallresultbyapplyingthealgorithminwhichitisbrieflydiscussedabout the element associated 

with each and every parameterand the main outcome from these parameters and find out 

thecorrelation of the elements used for the classification with thedataset and what they 

represent is examined. The main factorson which the classification is done is also shown in 

this part.There are many algorithms is applied on the dataset to find thebest among all the  
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algorithm and various techniques is alsoapplied on the dataset to pick the best algorithm 

associatedwiththedata. 

A. Analysisofdataset 

ThedatasetisclassifiedwithhelpofcertainclassifierssuchasNaiveBayes,Randomtree,Logistic,

BayesNet,Logitboost,IBk,Randomforest,SMO,Decisionstump,LWLandDecisiontable.Theperf

ormanceoftheclassifiersiscloselyexaminedthroughvariousparameterswhichinclude TP-Rate, 

MCC, AUC, FP-Rate, F-measure, 

AccuracyandError.ThegraphicalrepresentationoftheanalysisoftheparametersisshownthroughFi

g.4whichhasfurthersubdivisions to represent every parameter. The accuracy isrepresented 

through Fig.4 (a) which shows that accuracy ofIBk is greatest among other classifiers which 

is constructedusingthedataintheTable.1.TheslopeofFP-

Rateshowsthatthefractionofpeoplewhichareconfirmedforthetestof COVID-19. The graph is 

shown through Fig.4 (b). TheFig.4(c)representstheTP-

RateandthesloperepresentsthefractionofpeoplewhichincludetherecoveredcasesfromCOVID-

19anddeathsofthepeople.Thegraphicalrepresentation of ROC curve is shown through Fig.4 

(d). TheROC also known as AUC which represents the area undercurve which is the curve 

between the True positive rates i.e.TP-Rate and False positive rate i.e. FP-Rate. The value 

ofROC is highest for IBk which is reported as 1 among otherclassifying algorithms. The IBK 

has the maximum accuracywhichis100.00%andminimumerrorswhichis0.00% 

 

 

Fig.6.Accuracy 
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Fig.7. AUC (AreaUnderCurve) 

 

whichmakesthisclassifyingalgorithmbestamongallotherclassifyingalgorithmsforthisdataset. 

Thegraphsshownabovegivestheoverviewaboutthecomparison done between the algorithm 

mentioned are topelevenalgorithmfromthemanyalgorithmappliedonthedataset. It has been 

noted that the comparison between thealgorithm is very precise as the algorithms having very 

minutedifferences and again the dataset is refined and again all theselected algorithms are 

applied on the dataset to find the bestamongthesealgorithms. 

B. Analyticalestimationofappliedalgorithm 

In this section, the analysis of the algorithms is presentingcomprises of parameters; from 

these parameters the best al-gorithm is selected. This section consists of different 

matriceswhich show the comparison of all the algorithms applied onthedataset. 

ThedifferentmatricesconsistoftheparameterswhichareError,Accuracy,MCC,F-Measure,FP-

Rate,TP-Rate,AUConthebasisoftheseparametersthealgorithmsare 

TABLEI PERFORMANCE EVALUATIONOF DIFFERENT ALGORITHMS BASED 

ON PARAMETERS 
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Classifier DecisionStu

mp 

RandomTre

e 

RandomFore

st 

Logistic LogitBoos

t 

IBK SMO BayesNet NaiveBaye

s 

LWL DecisionT

able 

Accuracy(

%) 

94.80 94.63 94.80 94.80 96.06 100 94.63 94.55 93.16 94.88 94.80 

Error(%) 5.20 5.37 5.20 5.20 3.94 0.00 5.37 5.45 6.84 5.12 5.20 

TPRate 0.948 0.946 0.948 0.948 0.961 1.00 0.946 0.945 0.932 0.949 0.948 

FPRate 0.026 0.112 0.026 0.064 0.061 0.00 0.03 0.032 0.062 0.025 0.026 

F-Measure 0.949 0.945 0.949 0.948 0.96 1.00 0.947 0.946 0.932 0.95 0.949 

MCC 0.891 0.879 0.891 0.882 0.909 1.00 0.887 0.885 0.850 0.893 0.891 

AUC 0.961 0.993 0.995 0.992 0.995 1.00 0.958 0.971 0.961 0.99 0.961 

 

TABLEII 

PERFORMANCE COMPARISONAMONG THE TOP FIVE ALGORITHMS 

 

Classifier Accura

cy 

(%) Error(%) TPRate FPRate F-

Measure 

MCC AUC 

BayesNet 94.55  5.45 0.945 0.032 0.946 0.885 0.971 

SMO 94.63  5.37 0.946 0.03 0.947 0.887 0.958 

Logistic 94.80  5.20 0.948 0.064 0.948 0.882 0.992 

LogitBoo

st 

99.06  3.94 0.961 0.061 0.960 0.909 0.995 

IBK 100.0  0.00 1.000 0.000 1.000 1.000 1.000 
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Fig.8.TPRate 

 

 

Fig.9.FPRate 
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comparedwhichincludesDecisionStump,RandomTree,Random Forest, Logistic, Logitboost, 

IBK, SMO, Bayes Net,Naive Bayes, LWL, and Decision Table. The Table I 

illustratethevaluesofalltheappliedalgorithmswhichareclassifiedon the parameters such as TP-

Rate, FP-rate, Accuracy, Error,AUC (Area under Curve) and MCC. The least accuracy 

isdeterminedforNaiveBayeswhichis94.80%.Thesecondleast is Bayes Net which reaches to 

94.55%. Three classifyingalgorithms are analyzed and found IBk which is 

100.00%,Logitboost which is 96.06% and LWL which is 94.88%. Thealgorithm such as 

Decision Stump, Random Forest, DecisionTable and Logistic gives the same values for 

accuracy 

i.e.94.80%.InTableII,theAlgorithmswhichgainthetopmaximumvaluesofalltheparametersareill

ustrated.Thealgorithm which found best on the basis of these parameters isIBK, which attain 

100% accuracy on this COVID-19 dataset.The optimized algorithm which is IBk also gives 

the highestvaluesforTP-Rate,F-Measure,MCCandAUCwhichis 

1.00and leastvaluesofError andFP-Ratewhich 

is0.00.Theaccuracybythisalgorithmisobservedwhenthedatasetis balanced and only contains 

the relevant attributes for theanalysis of COVID-19 by this algorithm. Hence, IBk is 

foundtobethebestalgorithmforthedataset. 

 

VII. ELICITATIONBYANALOGYOFDATA 

Thegraphshownaboveshowstheanalyticalviewofparametersusedforthedataset.TheFig.4(a)sh

owstheaccuracywhichmeanscorrelationofdistinctalgorithmappliedonthedataset.Itdepictsthatth

eratioofpredictionbythealgorithmorthecomparativeanalysisofcorrectpredictionwiththetotalpre

diction.AccuracyandErrorshowstheoverviewoftheconfusionmatrixbytakinginconsideration of 

framework used in confusion matrix as thesetwo elements are showing the ratio among those 

frameworks.Fromtheabove-mentionedfigure,itcanbeconcludedthattheIBk algorithm used for 

the comparison of the 

elementswhichcanbeinterpretedasthecorrectpredictionforalltheelements.TheFig.4(b)showsthe

AUCofthedataset 
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thatmeanstheareaundercurvemadebetweenthetruepositiverateandthefalsepositiveratewhichindi

catetheaccumulativeestimationofperformanceamongallthefeasible classification approach. 

The AUC of IBk representthattheperfectionofclassifiertoresemblealltheelementsof confusion 

matrix. In Fig. 4(c) shows the plot of FP-Ratewhich is false positive rate means the instances 

which areincorrectly classified due to certain circumstances in the plot.It is clearly visible that 

the algorithm is able to classify themcorrectly. In Fig. 4(d) shows the diagram of TP-Rate 

which istrue positive rate mean sensitivity indicates the ratio amongnumber of true positive 

cases by the total number of caseswhich means all the cases are analysed correctly causes 

noerrorinthepredictionbythealgorithm. 

 

VIII. CONCLUSION 

The extremely unstable dataset of COVID-19 is 

balancedusingtechniquesofmachinelearningshownthroughthispaper. This dataset is balanced 

with the help of supervisedinstance-based class balancer. Further, the ranker algorithm 

isapplied on this dataset to find the most important attributes 

ofthisdatasetwhichisconfirmedcasesandthenrecoveredcases.Then the accuracy on this dataset 

is measured by applyingvarious algorithms and found that IBk is the best 

algorithmthatsuitswiththisdata.OverallperformanceareshownasaresultandnoteddownthatIBkgi

vesperfectAccuracywhichtellusthepredictionratioofcorrectpredictionwiththe total no. of 

instances which shows that the algorithm isperfectly able to evaluate the elements of 

confusion matrixgives us 100% result, TP-Rate means the classification doneby the algorithm 

in a correct class with respect to the all theelements, among all the algorithm is has been 

obtained thatIBk algorithm is able to classify correctly all the features fromthe class which is 

1 out of 1, FP-Rate represents the capabilityof the algorithm shows the percentage of 

incorrectly classifiedcomponents of the dataset with the total components in thedataset which 

is 0 that means the algorithm IBk is able 

toclassifycorrectlyalltheelementfromclass,MCCmeansitisacorrelationcoefficientwhichisbased

ontheallthegridsoftheconfusion matrix it ranges from -1 to +1 there -1 denotes 

thepooralgorithmforthisdatasetand+1showsthealgorithmthisdataset and F-measure is the 

measured by taking the harmonicmean of precision and recall shows the stability of 

Datasetwithrespecttothealgorithmandtheareaundercurveisaplot draw using TP-Rate and FP- 
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Rate which shows that thecapability of algorithm who is able to classify the true 

positiveandnegativeclasscorrectlyinwhichthevalue1representthat the algorithm is perfectly 

matched on this dataset for theclassification. The results appeared after accomplishment ofthe 

techniques describes that IBk is giving the best result orperformance in comparison to all 

other algorithms of machinelearning. 

 

IX. FUTUREWORK 

Differentmachinelearninganddeeplearningtechniquescanbe carried out on this dataset to 

increase precision. VariousMachine learning techniques like neural network, 

enabling,clustering and many more can be applied to do prediction 

andfindbetterresultsinfuture.Furtherworkcanbecarriedouton the dataset using various 

predictions algorithms. Numerousdistinct techniques which involve Time series, Time 

average,HybridalgorithmandPerceptroncanbeexecutedonthisdataset to find the prediction for 

the peak and due dates ofnovel corona virus from the two states which are Haryana 

andPunjab. The similar work can be applied for other states ofIndia or others countries in this 

world to find the end of thisCOVID-19pandemicfromtheuniverse. 
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1. Punjab and Haryana are currently reporting higher COVID-19 cases compared to other states 

in India. In comparison to other states, they have a higher daily positivity rate and a rapidly 

increasing number of cases. The reason behind the higher numbers could be attributed to 

factors such as people disregarding COVID-19 protocols, a more infectious variant of the 

virus, and a high population density. These two states are currently more prone to COVID-19 

cases, and it is crucial that the citizens take necessary precautions to prevent the spread of the 

virus. The state governments have implemented measures such as restrictions and night 

curfew, but it is essential for people to also play their part by wearing masks, practicing social 

distancing, and getting vaccinated. 

2. The number of cases in India has been fluctuating since the beginning of the pandemic, and 

the same is true for the states of Punjab and Haryana. It is crucial to understand that the 

COVID-19 data is complex, and the values can be influenced by several factors such as the 

pace of vaccination, compliance with COVID-19 protocols, and the emergence of new 

variants.It is challenging to accurately predict the number of cases as the situation is 

constantly changing. 

Additionally, the dataset for COVID-19 cases in India is not consistent for each state, and 

there can be disparities in the data collection and reporting processes. It is important to 

understand that the COVID-19 data is complex, and the values can be influenced by several 

factors. 

In conclusion, the values for COVID-19 cases in Punjab and Haryana, as well as in other 

states in India, are very fluctuating. It is challenging to accurately predict the number of cases 

as the situation is constantly changing. The complexity of the data, disparities in the data 

collection and reporting processes, and the influence of various factors make it difficult to 

examine each state of India accurately. 


